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EASYspin # Y RNA PUERIUAFZ/DNase I
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10 ml
EW RW =i
F—REAZREHENEERZE
RNase-free H;O =R 10 ml
DNase Buffer -20°C 1.25ml x2
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Z UK BERfI R B A, ODaso/ODaso S AL LU IA 2.0~2.2, & DNA 58, 1f
HEHT%MER PCR. RT-PCR, &+ ZARMF. Northern-blot Z#-Fisiiis

ERFER
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a. YLLK H S HL 100mg G BY i/ NN (DK ARAF B AR
FEAE T B AR LS A 100mg JNIFE) N 1 ml Z# RPA R T RS
BRAIR, RN AZRE A B L SRR RPA S0 78 70 32 LA i) RNA
B
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AN BEBBIITE o
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a.  HX 500ul ZH#W RPA, #A 1.5ml B0,

b. WA G A AN S, X SOmg ik N FIR%EH RPA RSO
B, SRV FRIZRG 20 B, s 2.

e FHURSKIWRAT VR 5185 Bh Ak sl i Z A IV 55 5 B B9 B0 2 S) K 4 R (B v
513 30 #), ATLLBIY) DNA,  BERAGHSBE AR s &

d. BZEY) 13,000 rpm B0 5-10 435, YIEASRESLRAIRE A
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BT BE R ILITE, (FRAEIIREGS R, SCHIRITIRS), AEEL.
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ER: ML RBER B DURE SRS AE, WRETR. SR
1ml 2R RPA Rl 100mg HIRER o
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DNase I T/EWECH: HL 45ul DNase I buffer A1 5ul RNase free DNase 1 7E 550 & &
BWATIRST R TAER (ARHR 2 A B Ok T B % IR LB JBOK il 4 TAERD -
AP RA ARSI 50ul ) DNase I TAE#, =iE (20-30C) HE 15 435
FEEEE TERMER R g b, REALL TAERGNE O BB B2 B Ok BE 1.
B RA HOIIA 350pl 2 AW RWI, 12,000 rpm 5.0 30 £, IR, #
M B A S e WA B 3

TN 500ul VR RW B E & B CIMATKLED 5 13,000 rpm 5.0 30
b, FEHE. M 500ul EFH RW, FHE i,

W AE RA RN ZSURE RS T, 13,000 rpm 350 2 7051, REBREEHER, Uk
VRV T B ) U SR

WO AT RA, BN —A™ RNase free 2508 1, HUE T RNA 7= & 7R B AR 1
HH R AL 0 30-50p] RNase free water (ZFHSETE 70-90° C/K H INFAF R /=8
FIECE 1435, 12,000 rpm B0 1 504
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W B A B — 1R i M YR [ 281 % B A SR A R 3l (A SR 7 RNA IR
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VEBLFEIE K RNA BeBi RNA W=, 2 P iR e it & H U B Y RNA PR LLRTH
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