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Z UK BERfI R B A, ODaso/ODaso SR LU IA 2.0~2.2, & DNA 58, 1f
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a. Wi 2R E 5 L 100-200mg 3RGH BY BN R (UKTR DR AF B TR
BARAEAE T B E 5 B 100-200mg AAFEED , N 1 ml R RPA =
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AL I T
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a.  HX 500ul ZH#W RPA, #A 1.5ml B0,

b, AT EE S AL AR S, B 50-100mg 4083 N\ _EIR AT RPA 1)
B, SLRIHFRIZERG 20 72, 700 24#.
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DNase I T/EECH: HL 451l DNase I buffer A1 5ul RNase free DNase 1 7E 550 & &
BWATIRSI R TAER (ARHR 2 A B0k T B 3% IR LB JBOK il 4 TAERD -
AP RA A0 50l ) DNase I TAE#K, =iE (20-30C) HE 15 435,
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b, FEHEW. M 500ul EFH RW, FHE .
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R T B BRI U SR

WO AT RA, N —A™ RNase free 2508 1, HUE T RNA 7= & 7E IR B A1
HH R AL 0 30-50p] RNase free water (ZFHSETE 70-90° C/K H INFAF R /=8
FIECE 14358, 12,000 rpm B0 1 505
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T B A B — 1R v M YR [ 281 % o A SR A R 3l (A SR 7 RNA IR FE
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e PIE AT RNA BB RNA ¥R, 73 B IRGE L& HBE B i) RNA =& T
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